The siibra toolsuite — making human l
brain organization accessible across J
scales and modalities

JULICH

Forschungszentrum

Heinrich Heine
Universitat
Dusseldorf .

Timo Dickscheid! 2, Sebastian Bludau?!, Xiao Guil, Katrin Amunts?- 3

!nstitute of Neuroscience and Medicine (INM-1), Forschungszentrum Jilich, Germany
2 Institute of Computer Science, Heinrich-Heine-University Dusseldorf, Germany

3C. & 0. Vogt Institute for Brain Research, University Hospital Disseldorf, Germany
Contact: t.dickscheid@fz-juelich.de

python.siibra.eu tutorials.siibra.eu  explorer.siibra.eu

What is siibra? Studying the brain requires to
capture structural and functional organization
in @ common spatial framework. siibra is a
software framework that implements a
multilevel brain atlas by providing streamlined
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Key contents of the human atlas framework ~ -

e Julich-Brain cytoarchitectonic maps [1]
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* Interface to Allen brain microarray data [14] ~

siibra-explorer Collect multimodal regional features
 hosted on EBRAINS at

https://atlases.ebrains.eu/viewer capturing regional and population variance
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