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on actual use cases from FAIRagro. The annotated
research context (ARC) serves as the central concept
for data and metadata packaging [1].

Phenotyping

RDM frameworks: FAIR digital objects and metadata templates
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Use case: FAIRagro ARC

Sustainable crop production requires knowledge on the structural and functional status of the crops in the field to plan and execute precise
field interventions. To quantify complex plant traits such as stress resilience or disease resistance, the combination of noninvasive
phenotyping with sensors, advanced data analytics methods and machine-learning algorithms are nowadays state of the art.
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