Hydration-dependent dynamics of human telomeric
oligonucleotides investigated by inelastic neutron
scattering.
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Goal: study of the characteristic time of the internal motions for the oligonu-
cleotides sequence d[AGs( ToAGs)s] (0.5h) and polynucleotides DNA (0.5h) as
a function of the temperature.

The functionality of biomolecules, such as DNA, is strongly related not only to
the structural but also to the dynamical properties.
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Where? The backscattering spectrometer high-energy resolution SPHERES
(FRM 11, Garching, Germany).
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The study of guanine-rich sequences at the end of human telomeres is strongly
increasing because of their potential therapeutic target for cancer [2].
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